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Figure 2. PGR screening strategy 
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Figure 3. PGR screen of COLT-1 PDFF2 transfectants 
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Figure 6. Southern analysis of gene targeted lambs 
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Figure 8. Southern analysis of COLT-2 transfected 
(PDCAAT) ceil clones 




Figure 9. Northern analysis of COLT-2 targeted (PDCAAT) 
cell clones 




Figure 10. Northern analysis of primary ovine 
mammary cells in culture 
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Figure 12. PGR analysis of BLAT-3 

transfected POME cell clones 
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Figure 13. Promoter-trap Knockout Vector for Porcine 
a-1 ,3-Galactosyltransferase Gene 
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Figure 14. PGR Screening and DNA 
Sequencing of a GT Knockout clones 
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Figure 17. PGR Sereening and DNA Sequencing of 

BLG Knockout clones 
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